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Subject Index

This is the subject index for the 3-volume Base Reference
Manual. Readers may also want to consult the combined
subject index (and the combined author index) in the
Quick Reference and Index. The combined index indexes
the Getting Started manuals, the User’s Guide, and all the
reference manuals except the Mata Reference Manual.

Semicolons set off the most important entries from the
rest. Sometimes no entry will be set off with semicolons,
meaning that all entries are equally important.

A
about command, [R] about

absorption in regression, [R] areg

acprplot command, [R] regress postestimation

added-variable plots, [R] regress postestimation

adjusted margins, [R] margins

adjusted means, [R] margins

adjusted partial residual plot, [R] regress
postestimation

ado, update subcommand, [R] update

ado, view subcommand, [R] view

ado command, [R] net

ado d, view subcommand, [R] view

ado describe command, [R] net

ado dir command, [R] net

ado-files,

editing, [R] doedit

installing, [R] net, [R] sj, [R] ssc

location of, [R] which

official, [R] update

adosize, set subcommand, [R] set

ado uninstall command, [R] net

adoupdate command, [R] adoupdate

agreement, interrater, [R] kappa

AIC, [R] BIC note, [R] estat, [R] estimates stats,
[R] glm

Akaike information criterion, see AIC

all, update subcommand, [R] update

alpha coefficient, Cronbach’s, [R] alpha

alpha command, [R] alpha

alternative-specific multinomial probit regression,
[R] asmprobit

alternatives, estat subcommand, [R] asclogit
postestimation, [R] asmprobit postestimation,
[R] asroprobit postestimation

ameans command, [R] ameans

analysis of covariance, see ANCOVA

analysis of variance, see ANOVA

analysis-of-variance test of normality, [R] swilk

ANCOVA, [R] anova

ANOVA, [R] anova, [R] loneway, [R] oneway

Kruskal–Wallis, [R] kwallis

repeated measures, [R] anova

anova command, [R] anova, [R] anova postestimation,
also see postestimation command

ARCH effects, testing for, [R] regress postestimation

time series

archlm, estat subcommand, [R] regress
postestimation time series

areg command, [R] areg, [R] areg postestimation,
also see postestimation command

asclogit command, [R] asclogit, [R] asclogit
postestimation, also see postestimation command

asmprobit command, [R] asmprobit, [R] asmprobit
postestimation, also see postestimation command

asroprobit command, [R] asroprobit, [R] asroprobit
postestimation, also see postestimation command

association, measures of, [R] tabulate twoway

asymmetry, [R] lnskew0, [R] lv, [R] sktest,
[R] summarize

attribute tables, [R] table, [R] tabulate, summarize(),
[R] tabulate twoway

AUC, [R] pk

augmented

component-plus-residual plot, [R] regress
postestimation

partial residual plot, [R] regress postestimation

autocorrelation, [R] regress postestimation time series

autoregressive conditional heteroskedasticity, testing for,
[R] regress postestimation time series

autotabgraphs, set subcommand, [R] set

average marginal effects, [R] margins

average partial effects (APEs), [R] margins

average predictions, [R] margins

averages, see means

avplot and avplots commands, [R] regress
postestimation

B
Bartlett’s test for equal variances, [R] oneway

Bayesian information criterion, see BIC

bcskew0 command, [R] lnskew0

Berndt–Hall–Hall–Hausman algorithm, [R] ml

beta coefficients, [R] gmm, [R] ivregress, [R] nlsur,
[R] regress, [R] regress postestimation

BFGS algorithm, [R] ml

bgodfrey, estat subcommand, [R] regress
postestimation time series

BHHH algorithm, [R] ml

bias corrected and accelerated, [R] bootstrap
postestimation

BIC, [R] BIC note, [R] estat, [R] estimates stats,
[R] glm

binary outcome models, see dichotomous outcome
models

binomial

distribution, confidence intervals, [R] ci

family regression, [R] binreg

probability test, [R] bitest

binreg command, [R] binreg, [R] binreg
postestimation, also see postestimation command

bioequivalence tests, [R] pk, [R] pkequiv

biopharmaceutical data, see pk (pharmacokinetic data)
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biprobit command, [R] biprobit, [R] biprobit
postestimation, also see postestimation command

bitest and bitesti commands, [R] bitest

bivariate probit regression, [R] biprobit

biweight regression estimates, [R] rreg

blogit command, [R] glogit, [R] glogit
postestimation, also see postestimation command

Bonferroni

adjustment, [R] correlate, [R] spearman, [R] test,
[R] testnl

multiple comparison test, [R] anova postestimation,
[R] oneway, [R] regress postestimation

bootstrap, estat subcommand, [R] bootstrap
postestimation

bootstrap

sampling and estimation, [R] bootstrap,
[R] bsample, [R] bstat, [R] qreg, [R] simulate

standard errors, [R] vce option

bootstrap prefix command, [R] bootstrap,
[R] bootstrap postestimation, also see
postestimation command

Boston College archive, see SSC archive

Box–Cox

power transformations, [R] lnskew0

regression, [R] boxcox

boxcox command, [R] boxcox, [R] boxcox
postestimation, also see postestimation command

Box’s conservative epsilon, [R] anova

bprobit command, [R] glogit, [R] glogit
postestimation, also see postestimation command

Breusch–Godfrey test, [R] regress postestimation time

series

Breusch–Pagan test of independence, [R] mvreg,
[R] sureg

brier command, [R] brier

Brier score decomposition, [R] brier

browse, view subcommand, [R] view

Broyden–Fletcher–Goldfarb–Shanno algorithm, [R] ml

bsample command, [R] bsample

bsqreg command, [R] qreg, [R] qreg postestimation,
also see postestimation command

bstat command, [R] bstat

C
c(seed) c-class value, [R] set emptycells, [R] set seed

calculator, [R] display

case–control data, [R] clogit, [R] logistic,
[R] symmetry

categorical data

agreement, measures for, [R] kappa

cchart command, [R] qc

cd, net subcommand, [R] net

censored-normal regression, see interval regression

centile command, [R] centile

centiles, see percentiles, displaying

central tendency, measures of, [R] summarize;
[R] ameans, [R] lv, [R] mean

check, ml subcommand, [R] ml

checksum, set subcommand, [R] set

chelp command, [R] help

chi-squared

hypothesis test, [R] sdtest, [R] test, [R] testnl

probability plot, [R] diagnostic plots

test of independence, [R] tabulate twoway

choice models, [R] asclogit, [R] asmprobit,
[R] asroprobit, [R] clogit, [R] cloglog,
[R] exlogistic, [R] glogit, [R] heckprob,
[R] hetprob, [R] ivprobit, [R] logistic, [R] logit,
[R] mlogit, [R] mprobit, [R] nlogit, [R] ologit,
[R] oprobit, [R] probit, [R] rologit, [R] scobit,
[R] slogit

Chow test, [R] anova

ci and cii commands, [R] ci

classification, estat subcommand, [R] logistic
postestimation

clear,

estimates subcommand, [R] estimates store

ml subcommand, [R] ml

clearing estimation results, [R] estimates store

clogit command, [R] clogit, [R] clogit
postestimation, [R] mlogit, [R] rologit, also see
postestimation command

cloglog command, [R] cloglog, [R] cloglog
postestimation, also see postestimation command

cluster estimator of variance, [R] vce option

alternative-specific conditional logit model,
[R] asclogit

alternative-specific multinomial probit regression,
[R] asmprobit

alternative-specific rank-ordered probit regression,
[R] asroprobit

bivariate probit regression, [R] biprobit

complementary log-log regression, [R] cloglog

conditional logistic regression, [R] clogit

constrained linear regression, [R] cnsreg

estimate mean, [R] mean

estimate proportions, [R] proportion

estimate ratios, [R] ratio

estimate totals, [R] total

generalized linear models, [R] glm

generalized linear models for binomial family,
[R] binreg

generalized methods of moments, [R] gmm

heckman selection model, [R] heckman

heteroskedastic probit model, [R] hetprob

instrumental-variables regression, [R] ivregress

interval regression, [R] intreg

linear regression, [R] regress

linear regression with dummy-variable set, [R] areg

logistic regression, [R] logistic, [R] logit

logit and probit estimation for grouped data,
[R] glogit

maximum likelihood estimation, [R] ml

multinomial logistic regression, [R] mlogit

multinomial probit regression, [R] mprobit

negative binomial regression, [R] nbreg



Subject index 2089

cluster estimator of variance, continued

nested logit regression, [R] nlogit

nonlinear least-squares estimation, [R] nl

nonlinear systems of equations, [R] nlsur

ordered logistic regression, [R] ologit

ordered probit regression, [R] oprobit

Poisson regression, [R] poisson

probit model with endogenous regressors,
[R] ivprobit

probit model with sample selection, [R] heckprob

probit regression, [R] probit

rank-ordered logistic regression, [R] rologit

skewed logistic regression, [R] scobit

stereotype logistic regression, [R] slogit

tobit model with endogenous regressors, [R] ivtobit

treatment-effects model, [R] treatreg

truncated regression, [R] truncreg

zero-inflated negative binomial regression, [R] zinb

zero-inflated Poisson regression, [R] zip

zero-truncated negative binomial regression, [R] ztnb

zero-truncated Poisson regression, [R] ztp

cluster sampling, [R] bootstrap, [R] bsample,
[R] gmm, [R] jackknife

cmdlog command, [R] log

cnsreg command, [R] cnsreg, [R] cnsreg
postestimation, also see postestimation command

coefficient

alpha, [R] alpha

of variation, [R] tabstat

coefficients (from estimation),

accessing, [R] estimates store

estimated linear combinations of, see linear
combinations of estimators

testing equality of, [R] test, [R] testnl

collinearity, handling by regress, [R] regress

command line, launching dialog box from, [R] db

commands, reviewing, [R] #review

comparative scatterplot, [R] dotplot

complementary log-log regression, [R] cloglog, [R] glm

completely determined outcomes, [R] logit

component-plus-residual plot, [R] regress
postestimation

conditional logistic regression, [R] asclogit, [R] clogit,
[R] rologit, [R] slogit

conditional marginal effects, [R] margins

conditional margins, [R] margins

confidence interval, set default, [R] level

confidence intervals

for bootstrap statistics, [R] bootstrap postestimation

for linear combinations of coefficients, [R] lincom

for means, proportions, and counts, [R] ci,
[R] mean, [R] proportion, [R] ttest

for medians and percentiles, [R] centile

for nonlinear combinations of coefficients, [R] nlcom

for odds and risk ratios, [R] lincom, [R] nlcom

for ratios, [R] ratio

for totals, [R] total

conjoint analysis, [R] rologit

conren, set subcommand, [R] set

console, controlling scrolling of output, [R] more

constrained estimation, [R] constraint, [R] estimation

options

alternative-specific multinomial probit regression,
[R] asmprobit

bivariate probit regression, [R] biprobit

complementary log-log regression, [R] cloglog

conditional logistic regression, [R] asclogit,
[R] clogit

generalized negative binomial regression, [R] nbreg

heckman selection model, [R] heckman

heteroskedastic probit model, [R] hetprob

interval regression, [R] intreg

linear regression, [R] cnsreg

logistic regression, [R] logistic, [R] logit

logit and probit estimation for grouped data,
[R] glogit

multinomial logistic regression, [R] mlogit

multinomial probit regression, [R] mprobit

multivariate regression, [R] mvreg

negative binomial regression, [R] nbreg

nested logit regression, [R] nlogit

ordered logistic regression, [R] ologit

ordered probit regression, [R] oprobit

Poisson regression, [R] poisson

probit model with

endogenous regressors, [R] ivprobit

selection, [R] heckprob

probit regression, [R] probit

seemingly unrelated regression, [R] sureg

stereotype logistic regression, [R] slogit

stochastic frontier models, [R] frontier

three-stage least squares, [R] reg3

tobit model with endogenous regressors, [R] ivtobit

treatment-effects model, [R] treatreg

zero-inflated negative binomial regression, [R] zinb

zero-inflated Poisson regression, [R] zip

zero-truncated negative binomial regression, [R] ztnb

zero-truncated Poisson regression, [R] ztp

constraint command, [R] constraint

contingency tables, [R] table, [R] tabulate twoway

control charts, [R] qc

convergence criteria, [R] maximize

Cook–Weisberg test for heteroskedasticity, [R] regress
postestimation

Cook’s D, [R] predict, [R] regress postestimation

copy, ssc subcommand, [R] ssc

copycolor, set subcommand, [R] set

copyright

lapack, [R] copyright lapack

scintilla, [R] copyright scintilla

ttf2pt1, [R] copyright ttf2pt1

copyright command, [R] copyright

correlate command, [R] correlate
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correlated errors, see robust, Huber/White/sandwich
estimator of variance

correlation, [R] correlate

for binary variables, [R] tetrachoric

intracluster, [R] loneway

Kendall’s rank, [R] spearman

matrices, [R] correlate, [R] estat

pairwise, [R] correlate

partial, [R] pcorr

Pearson’s product-moment, [R] correlate

Spearman’s rank, [R] spearman

tetrachoric, [R] tetrachoric

correlation, estat subcommand, [R] asmprobit

postestimation, [R] asroprobit postestimation

cost frontier model, [R] frontier

count, ml subcommand, [R] ml

count data, [R] expoisson, [R] glm, [R] nbreg,
[R] poisson, [R] zinb, [R] zip, [R] ztnb, [R] ztp

covariance, estat subcommand, [R] asmprobit

postestimation, [R] asroprobit postestimation

covariance matrix of estimators, [R] correlate,
[R] estat, [R] estimates store

covariate patterns, [R] logistic postestimation, [R] logit
postestimation, [R] probit postestimation

COVRATIO, [R] regress postestimation

cprplot command, [R] regress postestimation

Cramér’s V , [R] tabulate twoway

Cronbach’s alpha, [R] alpha

crossover designs, [R] pk, [R] pkcross, [R] pkshape

cross-tabulations, see tables

cumul command, [R] cumul

cumulative distribution, empirical, [R] cumul

cumulative incidence data, [R] poisson

cusum command, [R] cusum

D

data,

autocorrelated, see autocorrelation

case–control, see case–control data

categorical, see categorical data

large, dealing with, see memory, set subcommand

matched case–control, see matched case–control
data

range of, see range of data

ranking, see ranking data

sampling, see sampling

summarizing, see summarizing data

survival-time, see survival analysis

time-series, see time-series analysis

data manipulation, [R] fvrevar, [R] fvset

Davidon–Fletcher–Powell algorithm, [R] ml

db command, [R] db

DBETAs, [R] regress postestimation

default settings of system parameters, [R] query,
[R] set defaults

define, transmap subcommand, [R] translate

delta beta influence statistic, [R] logistic
postestimation, [R] logit postestimation,
[R] regress postestimation

delta chi-squared influence statistic, [R] logistic
postestimation, [R] logit postestimation

delta deviance influence statistic, [R] logistic
postestimation, [R] logit postestimation

delta method, [R] nlcom, [R] predictnl, [R] testnl

density-distribution sunflower plot, [R] sunflower

density estimation, kernel, [R] kdensity

derivatives, numeric, [R] dydx, [R] testnl

describe,

ado subcommand, [R] net

estimates subcommand, [R] estimates describe

net subcommand, [R] net

ssc subcommand, [R] ssc

descriptive statistics, displaying, [R] summarize,
[R] table, [R] tabstat, [R] tabulate,
summarize(); [R] ameans, [R] lv, [R] mean,
[R] proportion, [R] ratio, [R] total

design effects, [R] loneway

deviance residual, [R] binreg postestimation,
[R] fracpoly postestimation, [R] glm
postestimation, [R] logistic postestimation,
[R] logit postestimation, [R] mfp postestimation

dfbeta command, [R] regress postestimation

DFBETAs, [R] regress postestimation

DFITS, [R] regress postestimation

DFP algorithm, [R] ml

diagnostic plots, [R] diagnostic plots, [R] logistic
postestimation, [R] regress postestimation

diagnostics, regression, [R] regress postestimation

dialog box, [R] db

dichotomous outcome models, [R] exlogistic,
[R] logistic; [R] asclogit, [R] binreg,
[R] biprobit, [R] brier, [R] clogit, [R] cloglog,
[R] cusum, [R] glm, [R] glogit, [R] heckprob,
[R] hetprob, [R] ivprobit, [R] logit, [R] probit,
[R] rocfit, [R] scobit

difference of estimated coefficients, see linear
combinations of estimators

difficult option, [R] maximize

dir,

ado subcommand, [R] net

estimates subcommand, [R] estimates store

direct standardization, [R] dstdize, [R] mean,
[R] proportion, [R] ratio

dispersion, measures of, [R] summarize, [R] table;
[R] centile, [R] lv

display, ml subcommand, [R] ml

display command, as a calculator, [R] display

display saved results, [R] saved results

display width and length, [R] log

displaying, also see printing, logs (output)

previously typed lines, [R] #review

saved results, [R] saved results

distributions,

diagnostic plots, [R] diagnostic plots
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distributions, continued

examining, [R] ameans, [R] centile, [R] kdensity,
[R] lv, [R] mean, [R] stem, [R] summarize,
[R] total

testing equality of, [R] ksmirnov, [R] kwallis,
[R] ranksum, [R] signrank

testing for normality, [R] sktest, [R] swilk

do command, [R] do

dockable, set subcommand, [R] set

dockingguides, set subcommand, [R] set

documentation, keyword search on, [R] search

doedit command, [R] doedit

do-files, [R] do

editing, [R] doedit

domain sampling, [R] alpha

dose–response models, [R] binreg, [R] glm, [R] logistic

dotplot command, [R] dotplot

doublebuffer, set subcommand, [R] set

dp, set subcommand, [R] set

drop, estimates subcommand, [R] estimates store

dstdize command, [R] dstdize

dummy variables, see indicator variables

Durbin–Watson statistic, [R] regress postestimation

time series

durbinalt, estat subcommand, [R] regress
postestimation time series

Durbin’s alternative test, [R] regress postestimation
time series

dwatson, estat subcommand, [R] regress
postestimation time series

dydx command, [R] dydx

E
e() scalars, macros, matrices, functions, [R] saved

results

e(sample), resetting, [R] estimates save

e-class command, [R] saved results

editing

ado-files and do-files, [R] doedit

files while in Stata, [R] doedit

eform option, [R] eform option

eivreg command, [R] eivreg, [R] eivreg
postestimation, also see postestimation command

empirical cumulative distribution function, [R] cumul

emptycells, set subcommand, [R] set emptycells;
[R] set

ending a Stata session, [R] exit

endless loop, see loop, endless

endogenous, estat subcommand, [R] ivregress
postestimation

endogenous

regressors, [R] gmm, [R] ivprobit, [R] ivregress,
[R] ivtobit

treatment, [R] treatreg

variables, [R] gmm, [R] ivprobit, [R] ivregress,
[R] ivtobit, [R] reg3

Engle’s LM test, [R] regress postestimation time series

eolchar, set subcommand, [R] set

Epanechnikov kernel density function, [R] kdensity

epidemiological tables, [R] dstdize, [R] symmetry,
[R] tabulate twoway

equality tests of

binomial proportions, [R] bitest

coefficients, [R] test, [R] testnl

distributions, [R] ksmirnov, [R] kwallis,
[R] ranksum, [R] signrank

means, [R] ttest

medians, [R] ranksum

proportions, [R] bitest, [R] prtest

variances, [R] sdtest

equivalence tests, [R] pk, [R] pkequiv

ereturn list command, [R] saved results

error-bar charts, [R] serrbar

error messages and return codes, [R] error messages

errors-in-variables regression, [R] eivreg

esample, estimates subcommand, [R] estimates save

estat

alternatives command, [R] asclogit
postestimation, [R] asmprobit postestimation,
[R] asroprobit postestimation

archlm command, [R] regress postestimation time

series

bgodfrey command, [R] regress postestimation
time series

bootstrap command, [R] bootstrap postestimation

classification command, [R] logistic
postestimation

correlation command, [R] asmprobit

postestimation, [R] asroprobit postestimation

covariance command, [R] asmprobit

postestimation, [R] asroprobit postestimation

durbinalt command, [R] regress postestimation

time series

dwatson command, [R] regress postestimation time
series

endogenous command, [R] ivregress
postestimation

facweights command, [R] asmprobit

postestimation, [R] asroprobit postestimation

firststage command, [R] ivregress
postestimation

gof command, [R] logistic postestimation,
[R] poisson postestimation

hettest command, [R] regress postestimation

ic command, [R] estat

imtest command, [R] regress postestimation

mfx command, [R] asclogit postestimation,
[R] asmprobit postestimation, [R] asroprobit
postestimation

overid command, [R] gmm postestimation,
[R] ivregress postestimation

ovtest command, [R] regress postestimation

predict command, [R] exlogistic postestimation

se command, [R] exlogistic postestimation,
[R] expoisson postestimation
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estat, continued

summarize command, [R] estat

szroeter command, [R] regress postestimation

vce command, [R] estat

vif command, [R] regress postestimation

estimable, [R] margins

estimate linear combinations of coefficients, see linear
combinations of estimators

estimated marginal means, [R] margins

estimates

clear command, [R] estimates store

command, [R] suest

introduction, [R] estimates

describe command, [R] estimates describe

dir command, [R] estimates store

drop command, [R] estimates store

esample command, [R] estimates save

for command, [R] estimates for

notes command, [R] estimates notes

query command, [R] estimates store

replay command, [R] estimates replay

restore command, [R] estimates store

save command, [R] estimates save

stats command, [R] estimates stats

store command, [R] estimates store

table command, [R] estimates table

title command, [R] estimates title

use command, [R] estimates save

estimation

options, [R] estimation options

results,

clearing, [R] estimates store

storing and restoring, [R] estimates store

tables of, [R] estimates table

sample, summarizing, [R] estat

estimators,

covariance matrix of, [R] correlate, [R] estat

linear combinations of, [R] lincom

nonlinear combinations of, [R] nlcom

exact

logistic regression model, [R] exlogistic

Poisson regression model, [R] expoisson

test, Fisher’s, [R] tabulate twoway

executable, update subcommand, [R] update

exit command, [R] exit

exiting Stata, see exit command

exlogistic command, [R] exlogistic, [R] exlogistic
postestimation, also see postestimation command

exploded logit model, [R] rologit

expoisson command, [R] expoisson, [R] expoisson
postestimation, also see postestimation command

exponential model, stochastic frontier, [R] frontier

exponentiated coefficients, [R] eform option

F
factor

analysis, [R] alpha

variables, [R] fvrevar, [R] fvset

factor-variable settings, [R] fvset

factorial design, [R] anova

facweights, estat subcommand, [R] asmprobit
postestimation, [R] asroprobit postestimation

failure-time models, also see survival analysis

FAQs, search, [R] search

fastscroll, set subcommand, [R] set

feasible generalized least squares, see FGLS

fences, [R] lv

FGLS (feasible generalized least squares), [R] reg3

files, downloading, [R] adoupdate, [R] net, [R] sj,
[R] ssc, [R] update

findit command, [R] search

firststage, estat subcommand, [R] ivregress
postestimation

Fisher’s exact test, [R] tabulate twoway

fixed-effects models, [R] anova, [R] areg, [R] asclogit,
[R] clogit, [R] xi

flexible functional form, [R] boxcox, [R] fracpoly,
[R] mfp

floatresults, set subcommand, [R] set

floatwindows, set subcommand, [R] set

footnote, ml subcommand, [R] ml

for, estimates subcommand, [R] estimates for

forecast, standard error of, [R] predict, [R] regress
postestimation

fracgen command, [R] fracpoly

fracplot command, [R] fracpoly postestimation

fracpoly prefix command, [R] fracpoly, [R] fracpoly
postestimation, also see postestimation command

fracpred command, [R] fracpoly postestimation

fraction defective, [R] qc

fractional polynomial regression, [R] fracpoly

multivariable, [R] mfp

frequencies,

graphical representation, [R] histogram,
[R] kdensity

table of, [R] table, [R] tabstat, [R] tabulate,
summarize(), [R] tabulate oneway, [R] tabulate
twoway

from() option, [R] maximize

from,

net subcommand, [R] net

update subcommand, [R] update

frontier command, [R] frontier, [R] frontier
postestimation, also see postestimation command

frontier models, [R] frontier

fully factorial, [R] margins

functions,

link, [R] glm

piecewise cubic, [R] mkspline

piecewise linear, [R] mkspline
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fvrevar command, [R] fvrevar

fvset command, [R] fvset

G
generalized

least squares, see FGLS

linear latent and mixed models, see GLLAMM

linear models, see GLM

method of moments, see gmm command

negative binomial regression, [R] nbreg

get, net subcommand, [R] net

gladder command, [R] ladder

GLLAMM, [R] gllamm

gllamm command, [R] gllamm

GLM, [R] binreg, [R] glm

glm command, [R] glm, [R] glm postestimation, also
see postestimation command

glogit command, [R] glogit, [R] glogit
postestimation, also see postestimation command

gmm command, [R] gmm, [R] gmm postestimation,
also see postestimation command

gnbreg command, [R] nbreg, [R] nbreg
postestimation, also see postestimation command

gof, estat subcommand, [R] logistic postestimation,
[R] poisson postestimation

Goodman and Kruskal’s gamma, [R] tabulate twoway

goodness-of-fit tests, [R] brier, [R] diagnostic plots,
[R] ksmirnov, [R] logistic postestimation,
[R] poisson postestimation, [R] regress
postestimation, [R] swilk

gprobit command, [R] glogit, [R] glogit
postestimation, also see postestimation command

gradient option, [R] maximize

graph, ml subcommand, [R] ml

graphics, set subcommand, [R] set

graphs,

added-variable plot, [R] regress postestimation

adjusted partial residual plot, [R] regress
postestimation

augmented component-plus-residual plot, [R] regress
postestimation

augmented partial residual plot, [R] regress
postestimation

binary variable cumulative sum, [R] cusum

component-plus-residual, [R] regress postestimation

cumulative distribution, [R] cumul

density, [R] kdensity

density-distribution sunflower, [R] sunflower

derivatives, [R] dydx, [R] testnl

diagnostic, [R] diagnostic plots

dotplot, [R] dotplot

error-bar charts, [R] serrbar

fractional polynomial, [R] fracpoly

histograms, [R] histogram, [R] kdensity

integrals, [R] dydx

ladder-of-power histograms, [R] ladder

graphs, continued

leverage-versus-(squared)-residual, [R] regress
postestimation

logistic diagnostic, [R] logistic postestimation

lowess smoothing, [R] lowess

means and medians, [R] grmeanby

normal probability, [R] diagnostic plots

partial-regression leverage, [R] regress
postestimation

partial residual, [R] regress postestimation

quality control, [R] qc

quantile, [R] diagnostic plots

quantile–normal, [R] diagnostic plots

quantile–quantile, [R] diagnostic plots

regression diagnostic, [R] regress postestimation

residual versus fitted, [R] regress postestimation

residual versus predictor, [R] regress postestimation

ROC curve, [R] logistic postestimation, [R] roc,
[R] rocfit postestimation

rootograms, [R] spikeplot

smoothing, [R] kdensity, [R] lowess, [R] lpoly

spike plot, [R] spikeplot

stem-and-leaf, [R] stem

sunflower, [R] sunflower

symmetry, [R] diagnostic plots

time-versus-concentration curve, [R] pk,
[R] pkexamine

Greenhouse–Geisser epsilon, [R] anova

grmeanby command, [R] grmeanby

group-data regression, [R] glogit, [R] intreg

H
half-normal model, stochastic frontier, [R] frontier

harmonic mean, [R] ameans

hat matrix, see projection matrix, diagonal elements of

hausman command, [R] hausman

Hausman specification test, [R] hausman

health ratios, [R] binreg

heckman command, [R] heckman, [R] heckman

postestimation, also see postestimation command

Heckman selection model, [R] heckman, [R] heckprob

heckprob command, [R] heckprob, [R] heckprob
postestimation, also see postestimation command

help, view subcommand, [R] view

help command, [R] help

help file search, [R] hsearch

help system, searching, [R] hsearch

help d, view subcommand, [R] view

hessian option, [R] maximize

heteroskedastic probit regression, [R] hetprob

heteroskedasticity,

conditional, [R] regress postestimation time series

robust variances, see robust, Huber/White/sandwich
estimator of variance

stochastic frontier, [R] frontier

test for, [R] regress postestimation, [R] regress
postestimation time series
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hetprob command, [R] hetprob, [R] hetprob
postestimation, also see postestimation command

hettest, estat subcommand, [R] regress
postestimation

hierarchical

regression, [R] areg, [R] nestreg

samples, [R] anova, [R] loneway; [R] areg

histogram command, [R] histogram

histograms, [R] histogram

dotplots, [R] dotplot

kernel density estimator, [R] kdensity

ladder-of-powers, [R] ladder

of categorical variables, [R] histogram

stem-and-leaf, [R] stem

Holm adjustment, [R] test

homogeneity of variances, [R] oneway, [R] sdtest

homoskedasticity tests, [R] regress postestimation

Hosmer–Lemeshow goodness-of-fit test, [R] logistic
postestimation

hot, ssc subcommand, [R] ssc

hsearch command, [R] hsearch

httpproxy, set subcommand, [R] netio, [R] set

httpproxyauth, set subcommand, [R] netio, [R] set

httpproxyhost, set subcommand, [R] netio, [R] set

httpproxyport, set subcommand, [R] netio, [R] set

httpproxypw, set subcommand, [R] netio, [R] set

httpproxyuser, set subcommand, [R] netio, [R] set

Huber weighting, [R] rreg

Huber/White/sandwich estimator of variance, see robust,
Huber/White/sandwich estimator of variance

Huynh–Feldt epsilon, [R] anova

hypertext help, [R] help

hypothesis tests, see tests

I
ic, estat subcommand, [R] estat

IIA, [R] asclogit, [R] asmprobit, [R] clogit,
[R] hausman, [R] nlogit

immediate commands, [R] bitest, [R] ci, [R] prtest,
[R] sampsi, [R] sdtest, [R] symmetry,
[R] tabulate twoway, [R] ttest

imtest, estat subcommand, [R] regress
postestimation

incidence-rate ratio, [R] poisson, [R] zip

differences, [R] lincom, [R] nlcom

income distributions, [R] inequality

independence of irrelevant alternatives, see IIA

independence tests, see tests

index of probit and logit, [R] logit postestimation,
[R] predict, [R] probit postestimation

index search, [R] search

indicator variables, [R] anova, [R] areg, [R] xi

indirect standardization, [R] dstdize

inequality measures, [R] inequality

influence statistics, [R] logistic postestimation,
[R] predict, [R] regress postestimation

information

criteria, see AIC, BIC

matrix, [R] correlate, [R] maximize

matrix test, [R] regress postestimation

init, ml subcommand, [R] ml

inner fence, [R] lv

install,

net subcommand, [R] net

ssc subcommand, [R] ssc

installation

of official updates, [R] update

of SJ and STB, [R] net, [R] sj

instrumental-variables regression, [R] gmm,
[R] ivprobit, [R] ivregress, [R] ivtobit, [R] nlsur

integ command, [R] dydx

integrals, numeric, [R] dydx

interaction, [R] margins

interaction expansion, [R] xi

internal consistency, test for, [R] alpha

Internet,

commands to control connections to, [R] netio

installation of updates from, [R] adoupdate, [R] net,
[R] sj, [R] update

search, [R] net search

interquantile range, [R] qreg

interquartile range, [R] lv

reporting, [R] table, [R] tabstat

interrater agreement, [R] kappa

interval regression, [R] intreg

intracluster correlation, [R] loneway

intreg command, [R] intreg, [R] intreg
postestimation, also see postestimation command

IQR, see interquartile range

iqreg command, [R] qreg, [R] qreg postestimation,
also see postestimation command

IRLS, [R] glm, [R] reg3

istdize command, [R] dstdize

iterate() option, [R] maximize

iterated least squares, [R] reg3, [R] sureg

iterations, controlling the maximum number,
[R] maximize

ivprobit command, [R] ivprobit, [R] ivprobit
postestimation, also see postestimation command

ivregress command, [R] ivregress, [R] ivregress
postestimation, also see postestimation command

ivtobit command, [R] ivtobit, [R] ivtobit
postestimation, also see postestimation command

J
jackknife

estimation, [R] jackknife

standard errors, [R] vce option

jackknife prefix command, [R] jackknife,
[R] jackknife postestimation, also see
postestimation command

jackknifed residuals, [R] predict, [R] regress
postestimation
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K

kap command, [R] kappa

kappa command, [R] kappa

kapwgt command, [R] kappa

kdensity command, [R] kdensity

Kendall’s tau, [R] spearman, [R] tabulate twoway

kernel density estimator, [R] kdensity

kernel-weighted local polynomial estimator, [R] lpoly

Kish design effects, [R] loneway

Kolmogorov–Smirnov test, [R] ksmirnov

KR-20, [R] alpha

Kruskal–Wallis test, [R] kwallis

ksmirnov command, [R] ksmirnov

ktau command, [R] spearman

Kuder–Richardson Formula 20, [R] alpha

kurtosis, [R] lv, [R] regress postestimation, [R] sktest,
[R] summarize, [R] tabstat

kwallis command, [R] kwallis

L

L-R plots, [R] regress postestimation

L1-norm models, [R] qreg

LAD regression, [R] qreg

ladder command, [R] ladder

ladder of powers, [R] ladder

Lagrange-multiplier test, [R] regress postestimation
time series

Latin-square designs, [R] anova, [R] pkshape

launch dialog box, [R] db

LAV regression, [R] qreg

least absolute

deviations, [R] qreg

residuals, [R] qreg

value regression, [R] qreg

least squared deviations, [R] regress [R] regress
postestimation; [R] areg, [R] cnsreg, [R] nl

least squares, see linear regression

generalized, see FGLS

least-squares means, [R] margins

letter values, [R] lv

level, set subcommand, [R] level, [R] set

Levene’s robust test statistic, [R] sdtest

leverage, [R] logistic postestimation, [R] predict,
[R] regress postestimation

obtaining with weighted data, [R] predict

leverage-versus-(squared)-residual plot, [R] regress
postestimation

license, [R] about

likelihood, see maximum likelihood estimation

likelihood-ratio

chi-squared of association, [R] tabulate twoway

test, [R] lrtest

Likert summative scales, [R] alpha

limits, [R] matsize

lincom command, [R] lincom, [R] test

linear

combinations of estimators, [R] lincom

regression, [R] anova, [R] areg, [R] cnsreg,
[R] eivreg, [R] frontier, [R] glm, [R] gmm,
[R] heckman, [R] intreg, [R] ivregress,
[R] ivtobit, [R] mvreg, [R] qreg, [R] reg3,
[R] regress, [R] rreg, [R] sureg, [R] tobit,
[R] vwls

splines, [R] mkspline

linegap, set subcommand, [R] set

linesize, set subcommand, [R] log, [R] set

link, net subcommand, [R] net

link function, [R] glm

linktest command, [R] linktest

list,

ereturn subcommand, [R] saved results

return subcommand, [R] saved results

sreturn subcommand, [R] saved results

lnskew0 command, [R] lnskew0

local linear, [R] lpoly

local polynomial, [R] lpoly

locally weighted smoothing, [R] lowess

location, measures of, [R] lv, [R] summarize, [R] table

locksplitters, set subcommand, [R] set

log command, [R] log, [R] view

log files, printing, [R] translate, also see log command

log-linear model, [R] glm, [R] poisson, [R] zip

log or nolog option, [R] maximize

log transformations, [R] boxcox, [R] lnskew0

logistic and logit regression, [R] logistic, [R] logit

complementary log-log, [R] cloglog

conditional, [R] asclogit, [R] clogit, [R] rologit

exact, [R] exlogistic

fixed-effects, [R] asclogit, [R] clogit

generalized linear model, [R] glm

multinomial, [R] asclogit, [R] clogit, [R] mlogit

nested, [R] nlogit

ordered, [R] ologit

polytomous, [R] mlogit

rank-ordered, [R] rologit

skewed, [R] scobit

stereotype, [R] slogit

with grouped data, [R] glogit

logistic command, [R] logistic, [R] logistic
postestimation, also see postestimation command

logit command, [R] logit, [R] logit postestimation,
also see postestimation command

logit regression, see logistic and logit regression

lognormal distribution, [R] ameans

logtype, set subcommand, [R] log, [R] set

loneway command, [R] loneway

loop, endless, see endless loop

Lorenz curve, [R] inequality

lowess, see locally weighted smoothing

lowess command, [R] lowess

lpoly command, [R] lpoly, also see smooth command

lroc command, [R] logistic postestimation
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lrtest command, [R] lrtest

lsens command, [R] logistic postestimation

lstat command, see estat classification
command

ltolerance() option, [R] maximize

lv command, [R] lv

lvr2plot command, [R] regress postestimation

M

MAD regression, [R] qreg

main effects, [R] anova

man command, [R] help

Mann–Whitney two-sample statistics, [R] ranksum

marginal

effects, [R] margins

homogeneity, test of, [R] symmetry

means, [R] margins

margins command, [R] margins, [R] margins

postestimation

matacache, set subcommand, [R] set

matafavor, set subcommand, [R] set

matalibs, set subcommand, [R] set

matalnum, set subcommand, [R] set

matamofirst, set subcommand, [R] set

mataoptimize, set subcommand, [R] set

matastrict, set subcommand, [R] set

matched case–control data, [R] asclogit, [R] clogit,
[R] symmetry

matched-pairs tests, [R] signrank, [R] ttest

matsize, set subcommand, [R] matsize, [R] set

maxdb, set subcommand, [R] db, [R] set

maximization technique explained, [R] maximize,
[R] ml

maximize, ml subcommand, [R] ml

maximum

likelihood estimation, [R] maximize, [R] ml

number of variables in a model, [R] matsize

maximums and minimums, reporting, [R] lv,
[R] summarize, [R] table

maxiter, set subcommand, [R] maximize, [R] set

maxvar, set subcommand, [R] set

McFadden’s choice model, [R] asclogit

McNemar’s chi-squared test, [R] clogit

mean command, [R] mean, [R] mean postestimation,
also see postestimation command

means,

arithmetic, geometric, and harmonic, [R] ameans

confidence interval and standard error, [R] ci

displaying, [R] ameans, [R] summarize, [R] table,
[R] tabstat, [R] tabulate, summarize()

estimates of, [R] mean

graphing, [R] grmeanby

robust, [R] rreg

testing equality of, [R] ttest

testing equality of, sample size or power, [R] sampsi

measurement error, [R] alpha, [R] vwls

measures of

association, [R] tabulate twoway

inequality, [R] inequality

location, [R] lv, [R] summarize

median command, [R] ranksum

median regression, [R] qreg

median test, [R] ranksum

medians,

displaying, [R] centile, [R] lv, [R] summarize,
[R] table, [R] tabstat

graphing, [R] grmeanby

testing equality of, [R] ranksum

memory, matsize, see matsize, set subcommand

memory, set subcommand, [R] set

messages and return codes, see error messages and
return codes

meta-analysis, [R] meta

mfp prefix command, [R] mfp, [R] mfp postestimation,
also see postestimation command

mfx, estat subcommand, [R] asclogit postestimation,
[R] asmprobit postestimation, [R] asroprobit
postestimation

midsummaries, [R] lv

mild outliers, [R] lv

Mills’ ratio, [R] heckman, [R] heckman

postestimation

minimum

absolute deviations, [R] qreg

squared deviations, [R] areg, [R] cnsreg, [R] nl,
[R] regress, [R] regress postestimation

minimums and maximums, see maximums and
minimums

missing values, [R] misstable

misstable

nested command, [R] misstable

patterns command, [R] misstable

summarize command, [R] misstable

tree command, [R] misstable

mixed designs, [R] anova

mkspline command, [R] mkspline

ml

check command, [R] ml

clear command, [R] ml

count command, [R] ml

display command, [R] ml

footnote command, [R] ml

graph command, [R] ml

init command, [R] ml

maximize command, [R] ml

model command, [R] ml

plot command, [R] ml

query command, [R] ml

report command, [R] ml

score command, [R] ml

search command, [R] ml

trace command, [R] ml

mleval command, [R] ml
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mlmatbysum command, [R] ml

mlmatsum command, [R] ml

mlogit command, [R] mlogit, [R] mlogit

postestimation, also see postestimation command

mlsum command, [R] ml

mlvecsum command, [R] ml

MNP, see multinomial outcome model

model,

maximum number of variables in, [R] matsize

sensitivity, [R] regress postestimation, [R] rreg

specification test, [R] linktest, [R] regress
postestimation

model, ml subcommand, [R] ml

modulus transformations, [R] boxcox

monotone missing values, [R] misstable

Monte Carlo simulations, [R] permute, [R] simulate

more, set subcommand, [R] more, [R] set

more command and parameter, [R] more

more condition, [R] query

mprobit command, [R] mprobit

multilevel models, [R] gllamm

multinomial outcome model, [R] asclogit,
[R] asmprobit, [R] asroprobit, [R] clogit,
[R] mlogit, [R] mprobit, [R] nlogit, [R] slogit,
also see polytomous outcome model

multiple

comparison tests, [R] oneway

regression, see linear regression

testing, [R] regress postestimation, [R] test,
[R] testnl

multivariable fractional polynomial regression, [R] mfp

multivariate analysis,

bivariate probit, [R] biprobit

regression, [R] mvreg

three-stage least squares, [R] reg3

Zellner’s seemingly unrelated, [R] nlsur, [R] sureg

mvreg command, [R] mvreg, [R] mvreg

postestimation, also see postestimation command

N

natural splines, [R] mkspline

nbreg command, [R] nbreg, [R] nbreg postestimation,
also see postestimation command

needle plot, [R] spikeplot

negative binomial regression, [R] nbreg; [R] glm

zero-inflated, [R] zinb

zero-truncated, [R] ztnb

nested, misstable subcommand, [R] misstable

nested

designs, [R] anova

effects, [R] anova

logit, [R] nlogit

model statistics, [R] nestreg

regression, [R] nestreg

nestreg prefix command, [R] nestreg

net, view subcommand, [R] view

net

cd command, [R] net

describe command, [R] net

from command, [R] net

get command, [R] net

install command, [R] net

link command, [R] net

query command, [R] net

search command, [R] net search

set ado command, [R] net

set other command, [R] net

sj command, [R] net

stb command, [R] net

net d, view subcommand, [R] view

new, ssc subcommand, [R] ssc

Newey–West standard errors, [R] glm

news, view subcommand, [R] view

news command, [R] news

Newton–Raphson algorithm, [R] ml

nl command, [R] nl, [R] nl postestimation, also see
postestimation command

nlcom command, [R] nlcom

nlogit command, [R] nlogit, [R] nlogit
postestimation, also see postestimation command

nlogitgen command, [R] nlogit

nlogittree command, [R] nlogit

nlsur command, [R] nlsur, [R] nlsur postestimation,
also see postestimation command

nolog or log option, [R] maximize

nonconformities, quality control, [R] qc

nonconstant variance, see robust, Huber/White/sandwich
estimator of variance

nonlinear

combinations of estimators, [R] nlcom

least squares, [R] nl

predictions, [R] predictnl

regression, [R] boxcox, [R] nl, [R] nlsur

nonparametric estimation, [R] lpoly

nonparametric tests,

association, [R] spearman

equality of

distributions, [R] ksmirnov, [R] kwallis,
[R] ranksum, [R] signrank

medians, [R] ranksum

proportions, [R] bitest, [R] prtest

percentiles, [R] centile

ROC analysis, [R] roc

serial independence, [R] runtest

tables, [R] tabulate twoway

trend, [R] cusum, [R] nptrend

nonrtolerance option, [R] maximize

normal distribution and normality,

examining distributions for, [R] diagnostic plots,
[R] lv

probability and quantile plots, [R] diagnostic plots

test for, [R] sktest, [R] swilk
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normal distribution and normality, continued

transformations to achieve, [R] boxcox, [R] ladder,
[R] lnskew0

notes, estimates subcommand, [R] estimates notes

notes on estimation results, [R] estimates notes

notifyuser, set subcommand, [R] set

nptrend command, [R] nptrend

NR algorithm, [R] ml

nrtolerance() option, [R] maximize

N-way analysis of variance, [R] anova

O

obs, set subcommand, [R] set

observed information matrix, see OIM

odbcmgr, set subcommand, [R] set

odds ratio, [R] asclogit, [R] asroprobit, [R] binreg,
[R] clogit, [R] cloglog, [R] glm, [R] glogit,
[R] logistic, [R] logit, [R] mlogit, [R] rologit,
[R] scobit

differences, [R] lincom, [R] nlcom

OIM, [R] ml, [R] vce option

ologit command, [R] ologit, [R] ologit
postestimation, also see postestimation command

OLS regression, see linear regression

omitted variables test, [R] regress postestimation

one-way analysis of variance, [R] kwallis, [R] loneway,
[R] oneway

oneway command, [R] oneway

online help, [R] help, [R] hsearch, [R] search

OPG, [R] ml, [R] vce option

oprobit command, [R] oprobit, [R] oprobit
postestimation, also see postestimation command

order statistics, [R] lv

ordered

logit, [R] ologit

probit, [R] oprobit

ordinal outcome model, [R] ologit, [R] oprobit,
[R] rologit, [R] slogit, also see polytomous
outcome model

ordinary least squares, see linear regression

orthog command, [R] orthog

orthogonal polynomials, [R] orthog

orthpoly command, [R] orthog

outer fence, [R] lv

outer product of the gradient, see OPG

outliers, [R] lv, [R] qreg, [R] regress postestimation,
[R] rreg

out-of-sample predictions, [R] predict, [R] predictnl

output,

controlling the scrolling of, [R] more

printing, [R] translate

recording, [R] log

output, set subcommand, [R] set

outside values, [R] lv

overid, estat subcommand, [R] gmm postestimation,
[R] ivregress postestimation

ovtest, estat subcommand, [R] regress
postestimation

P
pagesize, set subcommand, [R] more, [R] set

paging of screen output, controlling, [R] more

pairwise correlation, [R] correlate

parameters, system, see system parameters

partial

correlation, [R] pcorr

effects, [R] margins

regression leverage plot, [R] regress postestimation

regression plot, [R] regress postestimation

residual plot, [R] regress postestimation

Parzen kernel density function, [R] kdensity

pattern of missing values, [R] misstable

patterns, misstable subcommand, [R] misstable

pausing until key is pressed, [R] more

pchart command, [R] qc

pchi command, [R] diagnostic plots

pcorr command, [R] pcorr

PDF files (Mac only), [R] translate

Pearson goodness-of-fit test, [R] logistic postestimation,
[R] poisson postestimation

Pearson product-moment correlation coefficient,
[R] correlate

Pearson residual, [R] binreg postestimation, [R] glm
postestimation, [R] logistic postestimation,
[R] logit postestimation

percentiles, displaying, [R] centile, [R] lv,
[R] summarize, [R] table, [R] tabstat

permutation tests, [R] permute

permute prefix command, [R] permute

persistfv, set subcommand, [R] set

persistvtopic, set subcommand, [R] set

pharmaceutical statistics, [R] pk, [R] pksumm

pharmacokinetic data, see pk (pharmacokinetic data)

piecewise

cubic functions, [R] mkspline

linear functions, [R] mkspline

pinnable, set subcommand, [R] set

pk (pharmacokinetic data), [R] pk, [R] pkcollapse,
[R] pkcross, [R] pkequiv, [R] pkexamine,
[R] pkshape, [R] pksumm

pkcollapse command, [R] pkcollapse

pkcross command, [R] pkcross

pkequiv command, [R] pkequiv

pkexamine command, [R] pkexamine

.pkg filename suffix, [R] net

pkshape command, [R] pkshape

pksumm command, [R] pksumm

Plackett–Luce model, [R] rologit

playsnd, set subcommand, [R] set

plot, ml subcommand, [R] ml

pnorm command, [R] diagnostic plots
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poisson command, [R] poisson, [R] poisson
postestimation; [R] nbreg, also see
postestimation command

Poisson distribution,

confidence intervals, [R] ci

regression, see Poisson regression

Poisson regression, [R] glm, [R] nbreg, [R] poisson

zero-inflated, [R] zip

zero-truncated, [R] ztp

polynomial, smoothing, see local polynomial

polynomials, orthogonal, [R] orthog

polytomous outcome model, [R] asclogit,
[R] asmprobit, [R] asroprobit, [R] clogit,
[R] mlogit, [R] mprobit, [R] nlogit, [R] ologit,
[R] oprobit, [R] rologit, [R] slogit

population marginal means, [R] margins

populations,

diagnostic plots, [R] diagnostic plots

examining, [R] histogram, [R] lv, [R] stem,
[R] summarize, [R] table

standard, [R] dstdize

testing equality of, [R] ksmirnov, [R] kwallis,
[R] signrank

testing for normality, [R] sktest, [R] swilk

post hoc tests, [R] oneway

postestimation command, [R] estat, [R] estimates,
[R] hausman, [R] lincom, [R] linktest,
[R] lrtest, [R] margins, [R] nlcom, [R] predict,
[R] predictnl, [R] suest, [R] test, [R] testnl

poverty indices, [R] inequality

power of a test, [R] sampsi

power transformations, [R] boxcox, [R] lnskew0

P–P plot, [R] diagnostic plots

predict, estat subcommand, [R] exlogistic
postestimation

predict command, [R] predict, [R] regress
postestimation

predicted marginals, [R] margins

predicted population margins, [R] margins

prediction, standard error of, [R] glm, [R] predict,
[R] regress postestimation

predictions, [R] margins, [R] predict

nonlinear, [R] predictnl

predictive marginal means, [R] margins

predictive margins, [R] margins

predictnl command, [R] predictnl

prefix command, [R] bootstrap, [R] fracpoly,
[R] jackknife, [R] mfp, [R] nestreg,
[R] permute, [R] simulate, [R] stepwise, [R] xi

Pregibon delta beta influence statistic, [R] logistic

preprocessor commands, [R] #review

prevalence studies, see case–control data

print command, [R] translate

printcolor, set subcommand, [R] set

printing, logs (output), [R] translate

probit command, [R] probit, [R] probit
postestimation, also see postestimation command

probit regression, [R] probit

alternative-specific multinomial probit,
[R] asmprobit

alternative-specific rank-ordered, [R] asroprobit

bivariate, [R] biprobit

generalized linear model, [R] glm

heteroskedastic, [R] hetprob

multinomial, [R] mprobit

ordered, [R] oprobit

two-equation, [R] biprobit

with endogenous regressors, [R] ivprobit

with grouped data, [R] glogit

with sample selection, [R] heckprob

processors, set subcommand, [R] set

product-moment correlation, [R] correlate

between ranks, [R] spearman

production frontier models, [R] frontier

programs, user-written, [R] sj, [R] ssc

projection matrix, diagonal elements of, [R] logistic
postestimation, [R] logit postestimation,
[R] probit postestimation, [R] regress
postestimation, [R] rreg

proportion command, [R] proportion,
[R] proportion postestimation, also see
postestimation command

proportional

hazards models, see survival analysis

odds model, [R] ologit, [R] slogit

sampling, [R] bootstrap

proportions, [R] ci, [R] sampsi

estimating, [R] proportion

testing equality of, [R] bitest, [R] prtest

prtest command, [R] prtest

prtesti command, [R] prtest

pseudo R-squared, [R] maximize

pseudosigmas, [R] lv

pwcorr command, [R] correlate

Q
qc charts, see quality control charts

qchi command, [R] diagnostic plots

qladder command, [R] ladder

qnorm command, [R] diagnostic plots

Q–Q plot, [R] diagnostic plots

qqplot command, [R] diagnostic plots

qreg command, [R] qreg

qreg command, [R] qreg, [R] qreg postestimation,
also see postestimation command

qualitative dependent variables, [R] asclogit,
[R] asmprobit, [R] asroprobit, [R] binreg,
[R] biprobit, [R] brier, [R] clogit, [R] cloglog,
[R] cusum, [R] exlogistic, [R] glm, [R] glogit,
[R] heckprob, [R] hetprob, [R] ivprobit,
[R] logistic, [R] logit, [R] mlogit, [R] mprobit,
[R] nlogit, [R] ologit, [R] oprobit, [R] probit,
[R] rocfit, [R] rologit, [R] scobit, [R] slogit

quality control charts, [R] qc, [R] serrbar
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quantile command, [R] diagnostic plots

quantile–normal plots, [R] diagnostic plots

quantile plots, [R] diagnostic plots

quantile–quantile plots, [R] diagnostic plots

quantile regression, [R] qreg

quantiles, see percentiles, displaying

query,

estimates subcommand, [R] estimates store

ml subcommand, [R] ml

net subcommand, [R] net

translator subcommand, [R] translate

transmap subcommand, [R] translate

update subcommand, [R] update

query command, [R] query

quitting Stata, see exit command

R
r() saved results, [R] saved results

Ramsey test, [R] regress postestimation

random

order, test for, [R] runtest

sample, [R] bootstrap

random-effects models, [R] anova, [R] loneway

range chart, [R] qc

range of data, [R] lv, [R] summarize, [R] table

rank correlation, [R] spearman

rank-order statistics, [R] signrank, [R] spearman

rank-ordered logistic regression, [R] rologit

ranking data, [R] rologit

ranksum command, [R] ranksum

rate ratio, see incidence-rate ratio

ratio command, [R] ratio, [R] ratio postestimation,
also see postestimation command

ratios, estimating, [R] ratio

rc (return codes), see error messages and return codes

rchart command, [R] qc

receiver operating characteristic (ROC) analysis,
[R] logistic postestimation, [R] roc, [R] rocfit,
[R] rocfit postestimation

recycled predictions, [R] margins

reexpression, [R] boxcox, [R] ladder, [R] lnskew0

reg3 command, [R] reg3, [R] reg3 postestimation,
also see postestimation command

regress command, [R] regress, [R] regress
postestimation, [R] regress postestimation time

series, also see postestimation command

regression,

constrained, [R] cnsreg

creating orthogonal polynomials for, [R] orthog

dummy variables, with, [R] anova, [R] areg, [R] xi

fixed-effects, [R] areg

fractional polynomial, [R] fracpoly, [R] mfp

graphing, [R] logistic, [R] regress postestimation

grouped data, [R] intreg

increasing number of variables allowed, [R] matsize

instrumental variables, [R] ivprobit, [R] ivregress,
[R] ivtobit, [R] nlsur

regression, continued

linear, see linear regression

system, [R] mvreg, [R] reg3, [R] sureg

truncated, [R] truncreg

regression

diagnostics, [R] predict; [R] ladder, [R] logistic,
[R] regress postestimation, [R] regress
postestimation time series

function, estimating, [R] lpoly

instrumental variables, [R] gmm

reliability, [R] alpha, [R] eivreg, [R] loneway

reliability theory, see survival analysis

repeated measures ANOVA, [R] anova

repeating and editing commands, [R] #review

replay, estimates subcommand, [R] estimates

replay

report, ml subcommand, [R] ml

reset, translator subcommand, [R] translate

RESET test, [R] regress postestimation

residual-versus-fitted plot, [R] regress postestimation

residual-versus-predictor plot, [R] regress
postestimation

residuals, [R] logistic, [R] predict, [R] regress
postestimation, [R] rreg

resistant smoothers, [R] smooth

restore, estimates subcommand, [R] estimates
store

restricted cubic splines, [R] mkspline

results,

saved, [R] saved results

saving, [R] estimates save

return codes, see error messages and return codes

return list command, [R] saved results

reventries, set subcommand, [R] set

#review command, [R] #review

revkeyboard, set subcommand, [R] set

risk ratio, [R] binreg

rmsg, set subcommand, [R] set

robust, Huber/White/sandwich estimator of variance,
[R] vce option

alternative-specific conditional logit model,
[R] asclogit

alternative-specific multinomial probit regression,
[R] asmprobit

alternative-specific rank-ordered probit regression,
[R] asroprobit

bivariate probit regression, [R] biprobit

complementary log-log regression, [R] cloglog

conditional logistic regression, [R] clogit

constrained linear regression, [R] cnsreg

generalized linear models, [R] glm

generalized linear models for binomial family,
[R] binreg

generalized method of moments, [R] gmm

heckman selection model, [R] heckman

heteroskedastic probit model, [R] hetprob

instrumental-variables regression, [R] ivregress

interval regression, [R] intreg
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robust, Huber/White/sandwich estimator of variance,
continued

linear regression, [R] regress

linear regression with dummy-variable set, [R] areg

logistic regression, [R] logistic, [R] logit

logit and probit estimation for grouped data,
[R] glogit

multinomial logistic regression, [R] mlogit

multinomial probit regression, [R] mprobit

negative binomial regression, [R] nbreg

nested logit regression, [R] nlogit

nonlinear least-squares estimation, [R] nl

nonlinear systems of equations, [R] nlsur

ordered logistic regression, [R] ologit

ordered probit regression, [R] oprobit

Poisson regression, [R] poisson

probit model with endogenous regressors,
[R] ivprobit

probit model with sample selection, [R] heckprob

probit regression, [R] probit

rank-ordered logistic regression, [R] rologit

skewed logistic regression, [R] scobit

stereotype logistic regression, [R] slogit

tobit model, [R] tobit

tobit model with endogenous regressors, [R] ivtobit

treatment-effects model, [R] treatreg

truncated regression, [R] truncreg

zero-inflated negative binomial regression, [R] zinb

zero-inflated Poisson regression, [R] zip

zero-truncated negative binomial regression, [R] ztnb

zero-truncated Poisson regression, [R] ztp

robust, other methods of, [R] qreg, [R] rreg,
[R] smooth

robust regression, [R] regress, [R] rreg, also see robust,
Huber/White/sandwich estimator of variance

robust test for equality of variance, [R] sdtest

robvar command, [R] sdtest

ROC analysis, [R] logistic postestimation, [R] roc,
[R] rocfit, [R] rocfit postestimation

roccomp command, [R] roc

rocfit command, [R] rocfit, [R] rocfit postestimation,
also see postestimation command

rocgold command, [R] roc

rocplot command, [R] rocfit postestimation

roctab command, [R] roc

roh, [R] loneway

rologit command, [R] rologit, [R] rologit
postestimation, also see postestimation command

rootograms, [R] spikeplot

rreg command, [R] rreg, [R] rreg postestimation, also
see postestimation command

run command, [R] do

runiform() function, [R] set seed

runtest command, [R] runtest

rvfplot command, [R] regress postestimation

rvpplot command, [R] regress postestimation

S
s() saved results, [R] saved results

S macros, [R] saved results

sample, random, see random sample

sample size, [R] sampsi

sampling, [R] bootstrap, [R] bsample, also see cluster
sampling

sampsi command, [R] sampsi

sandwich/Huber/White estimator of variance, see robust,
Huber/White/sandwich

save, estimates subcommand, [R] estimates save

saved results, [R] saved results

saving results, [R] estimates save

Scheffé multiple comparison test, [R] oneway

scheme, set subcommand, [R] set

Schwarz information criterion, see BIC

s-class command, [R] saved results

scobit command, [R] scobit, [R] scobit
postestimation, also see postestimation command

score, ml subcommand, [R] ml

scores, [R] predict

scrollbufsize, set subcommand, [R] set

scrolling of output, controlling, [R] more

sdtest command, [R] sdtest

sdtesti command, [R] sdtest

se, estat subcommand, [R] exlogistic postestimation,
[R] expoisson postestimation

search,

ml subcommand, [R] ml

net subcommand, [R] net

view subcommand, [R] view

search

help, [R] hsearch

Internet, [R] net search

search command, [R] search

search d, view subcommand, [R] view

searchdefault, set subcommand, [R] search, [R] set

seed, set subcommand, [R] set seed; [R] set

seemingly unrelated

estimation, [R] suest

regression, [R] nlsur, [R] reg3, [R] sureg

selection models, [R] heckman, [R] heckprob

sensitivity, [R] logistic

model, [R] regress postestimation, [R] rreg

serial correlation, see autocorrelation

serial independence, test for, [R] runtest

serrbar command, [R] serrbar

session, recording, [R] log

set

adosize command, [R] set

autotabgraphs command, [R] set

checksum command, [R] set

command, [R] query

conren command, [R] set

copycolor command, [R] set

dockable command, [R] set

dockingguides command, [R] set
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set, continued

doublebuffer command, [R] set

dp command, [R] set

emptycells command, [R] set emptycells; [R] set

eolchar command, [R] set

fastscroll command, [R] set

floatresults command, [R] set

floatwindows command, [R] set

graphics command, [R] set

httpproxy command, [R] netio; [R] set

httpproxyauth command, [R] netio; [R] set

httpproxyhost command, [R] netio; [R] set

httpproxyport command, [R] netio; [R] set

httpproxypw command, [R] netio; [R] set

httpproxyuser command, [R] netio; [R] set

level command, [R] level; [R] set

linegap command, [R] set

linesize command, [R] log; [R] set

locksplitters command, [R] set

logtype command, [R] log; [R] set

matacache command, [R] set

matafavor command, [R] set

matalibs command, [R] set

matalnum command, [R] set

matamofirst command, [R] set

mataoptimize command, [R] set

matastrict command, [R] set

matsize command, [R] matsize; [R] set

maxdb command, [R] db; [R] set

maxiter command, [R] maximize; [R] set

maxvar command, [R] set

memory command, [R] set

more command, [R] more; [R] set

notifyuser command, [R] set

obs command, [R] set

odbcmgr command, [R] set

output command, [R] set

pagesize command, [R] more; [R] set

persistfv command, [R] set

persistvtopic command, [R] set

pinnable command, [R] set

playsnd command, [R] set

printcolor command, [R] set

processors command, [R] set

reventries command, [R] set

revkeyboard command, [R] set

rmsg command, [R] set

scheme command, [R] set

scrollbufsize command, [R] set

searchdefault command, [R] search; [R] set

seed command, [R] set seed; [R] set

smoothfonts command, [R] set

timeout1 command, [R] netio; [R] set

timeout2 command, [R] netio; [R] set

trace command, [R] set

tracedepth command, [R] set

traceexpand command, [R] set

set, continued

tracehilite command, [R] set

traceindent command, [R] set

tracenumber command, [R] set

tracesep command, [R] set

type command, [R] set

update interval command, [R] update; [R] set

update prompt command, [R] update; [R] set

update query command, [R] update; [R] set

varabbrev command, [R] set

varkeyboard command, [R] set

varlabelpos command, [R] set

virtual command, [R] set

set ado, net subcommand, [R] net

set defaults command, [R] set defaults

set other, net subcommand, [R] net

sfrancia command, [R] swilk

Shapiro–Francia test for normality, [R] swilk

Shapiro–Wilk test for normality, [R] swilk

shewhart command, [R] qc

shownrtolerance option, [R] maximize

showstep option, [R] maximize

showtolerance option, [R] maximize

Šidák multiple comparison test, [R] oneway

significance levels, [R] level, [R] query

signrank command, [R] signrank

signtest command, [R] signrank

simulate prefix command, [R] simulate

simulations, Monte Carlo, [R] simulate; [R] permute

simultaneous

quantile regression, [R] qreg

systems, [R] reg3

sj, net subcommand, [R] net

SJ, see Stata Journal and Stata Technical Bulletin

skewed logistic regression, [R] scobit

skewness, [R] summarize; [R] lnskew0, [R] lv,
[R] sktest, [R] tabstat

sktest command, [R] sktest

slogit command, [R] slogit, [R] slogit postestimation,
also see postestimation command

smooth command, [R] smooth

smoothfonts, set subcommand, [R] set

smoothing, [R] lpoly, [R] smooth

smoothing graphs, [R] kdensity, [R] lowess

Spearman–Brown prophecy formula, [R] alpha

spearman command, [R] spearman

Spearman’s rho, [R] spearman

specification test, [R] boxcox, [R] hausman,
[R] linktest, [R] regress postestimation

specificity, [R] logistic

Spiegelhalter’s Z statistic, [R] brier

spike plot, [R] spikeplot

spikeplot command, [R] spikeplot

splines

linear, [R] mkspline

restricted cubic, [R] mkspline

split-plot designs, [R] anova
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spread, [R] lv

sqreg command, [R] qreg, [R] qreg postestimation,
also see postestimation command

sreturn list command, [R] saved results

ssc

copy command, [R] ssc

describe command, [R] ssc

hot command, [R] ssc

install command, [R] ssc

new command, [R] ssc

type command, [R] ssc

uninstall command, [R] ssc

SSC archive, [R] ssc

standard deviations,

displaying, [R] lv, [R] summarize, [R] table,
[R] tabulate, summarize()

testing equality of, [R] sdtest

standard errors,

for general predictions, [R] predictnl

forecast, [R] predict, [R] regress postestimation

mean, [R] ci, [R] mean

prediction, [R] glm, [R] predict, [R] regress
postestimation

residuals, [R] predict, [R] regress postestimation

robust, see robust, Huber/White/sandwich estimator
of variance

standardized

means, [R] mean

proportions, [R] proportion

rates, [R] dstdize

ratios, [R] ratio

residuals, [R] binreg postestimation, [R] glm
postestimation, [R] logistic postestimation,
[R] logit postestimation, [R] predict, [R] regress
postestimation

Stata Journal and Stata Technical Bulletin

installation of, [R] net, [R] sj

keyword search of, [R] search

stata.key file, [R] search

Statistical Software Components (SSC) archive, [R] ssc

stats, estimates subcommand, [R] estimates stats

stb, net subcommand, [R] net

STB, see Stata Journal and Stata Technical Bulletin

stcox, fractional polynomials, [R] fracpoly, [R] mfp

stem command, [R] stem

stem-and-leaf displays, [R] stem

stepwise estimation, [R] stepwise

stepwise prefix command, [R] stepwise

stereotype logistic regression, [R] slogit

stochastic frontier models, [R] frontier

store, estimates subcommand, [R] estimates store

storing and restoring estimation results, [R] estimates
store

stratification, [R] asclogit, [R] clogit

studentized residuals, [R] predict, [R] regress
postestimation

Student’s t distribution

confidence interval for mean, [R] ci, [R] mean

testing equality of means, [R] ttest

suest command, [R] suest; [R] hausman

summarize,

estat subcommand, [R] estat

misstable subcommand, [R] misstable

summarize command, [R] summarize; [R] tabulate,
summarize()

summarizing data, [R] summarize, [R] tabstat;
[R] lv, [R] table, [R] tabulate, summarize(),
[R] tabulate oneway, [R] tabulate twoway

summary statistics, see descriptive statistics, displaying

summative (Likert) scales, [R] alpha

sums, over observations, [R] summarize

sunflower command, [R] sunflower

sunflower plots, [R] sunflower

sureg command, [R] sureg, [R] sureg postestimation,
also see postestimation command

survey sampling, see cluster sampling

survival analysis, [R] expoisson, [R] fracpoly,
[R] gllamm, [R] glm, [R] intreg, [R] nbreg,
[R] oprobit, [R] poisson, [R] zip, [R] ztp

survival-time data, see survival analysis

SVAR, postestimation, [R] regress postestimation time
series

swap, update subcommand, [R] update

swilk command, [R] swilk

symbolic forms, [R] anova

symmetry, test of, [R] symmetry

symmetry command, [R] symmetry

symmetry plots, [R] diagnostic plots

symmi command, [R] symmetry

symplot command, [R] diagnostic plots

syntax diagrams explained, [R] intro

system

estimators, [R] gmm, [R] ivregress, [R] nlsur,
[R] reg3, [R] sureg

parameters, [R] query, [R] set, [R] set defaults

system1 command, [R] gmm

szroeter, estat subcommand, [R] regress
postestimation

Szroeter’s test for heteroskedasticity, [R] regress
postestimation

T
t distribution

confidence interval for mean, [R] ci, [R] mean

testing equality of means, [R] ttest

tab1 command, [R] tabulate oneway

tab2 command, [R] tabulate twoway

tabi command, [R] tabulate twoway

table, estimates subcommand, [R] estimates table

table command, [R] table
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tables,

contingency, [R] table, [R] tabulate twoway

frequency, [R] tabulate oneway, [R] tabulate
twoway; [R] table, [R] tabstat, [R] tabulate,
summarize()

N-way, [R] table

of means, [R] table, [R] tabulate, summarize()

of statistics, [R] table, [R] tabstat

tables of estimation results, [R] estimates table

tabstat command, [R] tabstat

tabulate command, [R] tabulate oneway,
[R] tabulate twoway

summarize(), [R] tabulate, summarize()

tau, [R] spearman

TDT test, [R] symmetry

technique() option, [R] maximize

test command, [R] anova postestimation, [R] test

testnl command, [R] testnl

testparm command, [R] test

tests,

ARCH effect, [R] regress postestimation time
series

association, [R] tabulate twoway

binomial probability, [R] bitest

Breusch–Pagan, [R] mvreg, [R] sureg

equality of

coefficients, [R] test, [R] testnl

distributions, [R] ksmirnov, [R] kwallis,
[R] ranksum, [R] signrank

means, [R] ttest

medians, [R] ranksum

proportions, [R] bitest, [R] prtest

variance, [R] sdtest

equivalence, [R] pk, [R] pkequiv

heteroskedasticity, [R] regress postestimation

independence, [R] tabulate twoway

independence of irrelevant alternatives, see IIA

internal consistency, [R] alpha

interrater agreement, [R] kappa

kurtosis, [R] regress postestimation, [R] sktest

likelihood-ratio, [R] lrtest

linear hypotheses after estimation, [R] test

marginal homogeneity, [R] symmetry

model coefficients, [R] lrtest, [R] test, [R] testnl

model specification, [R] hausman, [R] linktest

nonlinear hypotheses after estimation, [R] testnl

normality, [R] boxcox, [R] ladder, [R] sktest,
[R] swilk

permutation, [R] permute

serial correlation, [R] regress postestimation time

series

serial independence, [R] runtest

skewness, [R] regress postestimation

symmetry, [R] symmetry

TDT, [R] symmetry

trend, [R] nptrend, [R] symmetry

variance-comparison, [R] sdtest

tetrachoric command, [R] tetrachoric

three-stage least squares, [R] reg3

time-series analysis, [R] regress postestimation time

series

time-versus-concentration curve, [R] pk

timeout1, set subcommand, [R] netio, [R] set

timeout2, set subcommand, [R] netio, [R] set

title, estimates subcommand, [R] estimates title

tobit command, [R] tobit, [R] tobit postestimation,
also see postestimation command

tobit regression, [R] ivtobit, [R] tobit, also see intreg
command, truncreg command

.toc filename suffix, [R] net

tolerance() option, [R] maximize

total command, [R] total, [R] total postestimation,
also see postestimation command

totals, estimation, [R] total

trace, ml subcommand, [R] ml

trace, set subcommand, [R] set

trace option, [R] maximize

tracedepth, set subcommand, [R] set

traceexpand, set subcommand, [R] set

tracehilite, set subcommand, [R] set

traceindent, set subcommand, [R] set

tracenumber, set subcommand, [R] set

tracesep, set subcommand, [R] set

tracing iterative maximization process, [R] maximize

transformations,

log, [R] lnskew0

modulus, [R] boxcox

power, [R] boxcox, [R] lnskew0

transformations

to achieve normality, [R] boxcox, [R] ladder

to achieve zero skewness, [R] lnskew0

translate command, [R] translate

translate logs, [R] translate

translator

query command, [R] translate

reset command, [R] translate

set command, [R] translate

transmap

define command, [R] translate

query command, [R] translate

transmission-disequilibrium test, [R] symmetry

treatment effects, [R] treatreg

treatreg command, [R] treatreg, [R] treatreg
postestimation, also see postestimation command

tree, misstable subcommand, [R] misstable

trend, test for, [R] nptrend, [R] symmetry

truncated-normal

model, stochastic frontier, [R] frontier

regression, [R] truncreg

truncreg command, [R] truncreg, [R] truncreg
postestimation, also see postestimation command

ttest and ttesti commands, [R] ttest

tuning constant, [R] rreg
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two-stage least squares, [R] gmm, [R] ivregress,
[R] nlsur, [R] regress

two-way

analysis of variance, [R] anova

scatterplots, [R] lowess

type,

set subcommand, [R] set

ssc subcommand, [R] ssc

U
U statistic, [R] ranksum

uniformly distributed random-number function, [R] set
seed

uninstall,

net subcommand, [R] net

ssc subcommand, [R] ssc

unique values, counting, [R] table, [R] tabulate oneway

univariate

distributions, displaying, [R] cumul, [R] diagnostic
plots, [R] histogram, [R] ladder, [R] lv,
[R] stem

kernel density estimation, [R] kdensity

update, view subcommand, [R] view

update

ado command, [R] update

all command, [R] update

command, [R] update

executable command, [R] update

from command, [R] update

query command, [R] update

swap command, [R] update

utilities command, [R] update

update d, view subcommand, [R] view

update interval, set subcommand, [R] set,
[R] update

update prompt, set subcommand, [R] set,
[R] update

update query, set subcommand, [R] set, [R] update

updates to Stata, [R] adoupdate, [R] net, [R] sj,
[R] update

use, estimates subcommand, [R] estimates save

user-written additions,

installing, [R] net, [R] ssc

searching for, [R] net search, [R] ssc

utilities, update subcommand, [R] update

V
varabbrev, set subcommand, [R] set

variables,

categorical, see categorical data

dummy, see indicator variables

factor, see factor variables

in model, maximum number, [R] matsize

orthogonalize, [R] orthog

variance,

analysis of, [R] anova, [R] loneway, [R] oneway

displaying, [R] summarize, [R] table, [R] tabulate,
summarize(); [R] lv

Huber/White/sandwich estimator, see robust,
Huber/White/sandwich estimator of variance

nonconstant, see robust, Huber/White/sandwich
estimator of variance

testing equality of, [R] sdtest

variance

estimators, [R] vce option

inflation factors, [R] regress postestimation

stabilizing transformations, [R] boxcox

variance-comparison test, [R] sdtest

variance–covariance matrix of estimators, [R] correlate,
[R] estat

variance-weighted least squares, [R] vwls

varkeyboard, set subcommand, [R] set

varlabelpos, set subcommand, [R] set

vce() option, [R] vce option

vce, estat subcommand, [R] estat

version of ado-file, [R] which

version of Stata, [R] about

view

ado command, [R] view

ado d command, [R] view

browse command, [R] view

command, [R] view

help command, [R] view

help d command, [R] view

net command, [R] view

net d command, [R] view

news command, [R] view

search command, [R] view

search d command, [R] view

update command, [R] view

update d command, [R] view

view d command, [R] view

view d, view subcommand, [R] view

viewing previously typed lines, [R] #review

vif, estat subcommand, [R] regress postestimation

virtual, set subcommand, [R] set

vwls command, [R] vwls, [R] vwls postestimation,
also see postestimation command

W

Wald tests, [R] predictnl, [R] test, [R] testnl

weighted least squares, [R] gmm, [R] ivregress,
[R] nlsur, [R] regress, [R] regress
postestimation, [R] vwls

Welsch distance, [R] regress postestimation

which command, [R] which

White/Huber/sandwich estimator of variance, see robust,
Huber/White/sandwich estimator of variance

White’s test for heteroskedasticity, [R] regress
postestimation
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Wilcoxon

rank-sum test, [R] ranksum

signed-ranks test, [R] signrank

X
xchart command, [R] qc

xi prefix command, [R] xi

Z
Zellner’s seemingly unrelated regression, [R] sureg;

[R] reg3, [R] suest

zero-altered

negative binomial regression, [R] zinb

Poisson regression, [R] zip

zero-inflated

negative binomial regression, [R] zinb

Poisson regression, [R] zip

zero-skewness transform, [R] lnskew0

zero-truncated

negative binomial regression, [R] ztnb

Poisson regression, [R] ztp

zinb command, [R] zinb, [R] zinb postestimation, also
see postestimation command

zip command, [R] zip, [R] zip postestimation, also see
postestimation command

ztnb command, [R] ztnb, [R] ztnb postestimation,
also see postestimation command

ztp command, [R] ztp, [R] ztp postestimation, also
see postestimation command


